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Background

o C3 Glomerulopathy (C3G), defined by dominant C3 deposition on

Figure 2: Complement Biomarker Estimation Plots and Median Differences
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kidney biopsy, is a rare kidney disease characterized by persistent —— 8 PTxRR Scores
dysregulation of the alternative complement pathway. - | ' 6
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diagnostic potential of the PTXRR score.
o Pre-transplant excess complement activity was associated with increased post-transplant recurrence
risk, both cumulatively (PTxXRR score) and individually (C3, C3c, C3Nef, C5Nef, sC5b-9, and C3¢/C3 ratio).
o Our data suggests that the PTxXRR score may be useful for identifying patients at higher risk of post-
transplant C3G recurrence.
o Possible limitations include the timing of biomarker draws and the limited cohort size. Future directions
include exploring the role of Factor H and other complement biomarkers in C3G recurrence, in addition to
improving the PTXRR score’s statistical power.






